Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.010 Å; R factor = 0.070; wR factor = 0.211; data-to-parameter ratio = 9.0.
The title compound, C 30 H 34 O 5 , crystallizes with two symmetry-independent molecules in the asymmetric unit. In the crystal structure, the two independent molecules are disposed about a pseudo-center of inversion. An intramolecular O-HÁ Á ÁO hydrogen bond is observed in each independent molecule. The crystal structure is stabilized by C-HÁ Á ÁO hydrogen bonds.
Related literature
For the spectroscopic analysis of the title compound, see: Verotta et al. (2004) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) x À 2; y þ 1; z; (iii) x À 1; y þ 1; z; (iv) x À 1; y; z. a gummy residue (103 g). A portion (10 g) was column chromatographed over silica gel (300 g, 40-63 µm) by using hexane-ethyl acetate as eluents to give six fractions. The first fraction (6 g) was further chromatographed over silica gel (180 g, 5-40 µm) by using hexane:ethyl acetate (95:5). The title compound (1.5 g) was eluted with hexane:ethyl acetate (96:4).
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Refinement
For the 2-methylbutanoyl fragments, 1,2-related C-C distances were restrained to 1.54 (1) Å and 1,3-related ones to 2.51 (1) Å; the anisotropic displacement parameters of the carbon atoms (except the double-bond ones) were restrained to be nearly isotropic. H-atoms were placed in calculated positions (O-H = 0.84 Å and C-H = 0.95-0.99 Å) and were included in the refinement in the riding-model approximation, with U(H) set to 1.2-1.5U eq (C,O). The torsion angles of the hydroxy groups were refined. The final difference Fourier map had a large peak in the vicinity of the 2-methylbutanoyl fragment of a independent molecule. The chirality of the compound is assumed from the reported optical activity measurements (Verotta et al., 2004) .
supplementary materials sup-2 Figures   Fig. 1 . An ORTEP plot of the title compound, showing 70% probability displacement ellipsoids and the atomic numbering scheme. Hydrogen atoms are drawn as spheres of arbitrary radii. The two independent molecules are disposed over a false center of inversion. 
